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[ Abstract] Module discovery is one of the core problems of bioinformatics, which is very important to study the regulation
mechanism of gene expression. Implant able (I.d) discovery( planted (l.d) motif search, PMS) is a widely accepted problem model
in the field of body discovery. This paper mainly studies four basic problems of algorithm module discovery. These algorithms can
help to understand the problem of template discovery. Four of these precise algorithms mainly include : ( 1) Implementation of string
depth priority search based on candidate template instance + PMS problem of site alignment in cutting technique. ( 2) Implementation
of candidate mode character depth priority search+ PMS problem of site alignment in cutting technique. (3) Implementation of
priority search based on candidate template character breadth + PMS problem of site alignment in cutting technique. (4 )
Implementation of PMSP algorithm.
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Tab. 2 Comparison of four algorithms for template discovery s

(1, d) pms_1 pms_2 pms_3 PMSP ik
(9, 1) 11 159 159 18
(11, 2) 61 2749 2812 28
(13, 3) 534 39 595 36 630 331
(15, 4) - - - 13 002

FTLAE B, TEREIR K B In) Y 4 ROk B SR
PR SCBLI RIBE R (1, d) P78 6 LR Y
225 B, AT LIS EI PR A s AR AR G R

46, 76 pms_1 X F R — AN A TR AIK
HBE A — ARSI ], 4n S H DB+ e — 4 A s
BIFFA ARSI A < 2d B9 550, Hax 4l A st
B EUNT o A n -1 + 1 AMER S ] 4k
SEVEATURBE AR e 7, 38 2 X e AT AR, pms_1
1 PMSP B4 25 LB AT A9 1R[] N 2 [|) 52 24



514

BV, % RA(L, d) BRI THREST9L S ok 213

HUJE pms_1 5535 78 AL BRARG LA K Ay Il @l | e Ay
PMSP Bk s, fEX LA 2 B &, pms_1 Hk
FEAGIHE 3 FVEBIBHERERS 50 4 D th i A
T AT g S istiln ol — ALK {HJZ pms_1 it O {A
— MRS AT o3 A e AR

PRk LA pms_2 Fl pms_3 AT LA L —
BAEBA TR LI A BRI 22 5 B IF A IR
B AR LA A, 7RI 2 P )
SR T IREEFN) ™ BE AR S i J7 2O Bk AT,
b AE ) B S i TR Y R S M E S A i
W Z Moo, NI R 2 5 RN, ok
S NAAWIE T pms_3 BIESCREK, pms_2 F
pms_3 FIEBATI S NI 3,

£ 3 pms_2 M pms_3 HHAREXTEL

Tab. 3 The occupied memory cornparison of pms _ 2 and pms_ 3

memory occupied contrast

BRI CPU/s A/ K
pms_2 45 2188
pms_3 41 157 860
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